
R1 vs R0. Fold change >1.

R0 R1 R1_0

Probe Set ID Signal Detection Signal Detection FC

Up-regulated genes

1384520_at 1,3 A 0,83 53,9 P 0,04 4,42 21,41

1381619_at 17,1 A 0,63 94,1 P 0,04 2,07 4,2

1386785_a_at 189,2 P 0 434 P 0 1,04 2,06

1386786_at 150,4 A 0,15 390,2 P 0,02 1,02 2,03

1393041_at 67,5 P 0,02 125,5 P 0 0,89 1,85

1394527_at 140,7 A 0,22 230,2 P 0,01 0,83 1,78

1367570_at 95,1 A 0,11 124,5 P 0,01 0,78 1,72

1374857_at 119,3 A 0,11 153,7 P 0 0,73 1,66

1393780_at 94,5 P 0,01 142,9 P 0 0,66 1,58

1387147_at 65,1 P 0,03 104,3 P 0 0,65 1,57

1374460_at 227,9 M 0,06 297,6 P 0,01 0,63 1,55

1398180_at 78,2 A 0,07 167,4 P 0,01 0,61 1,53

1393265_at 94,8 P 0,04 136,3 P 0 0,6 1,52

1386956_at 79,6 P 0 134,5 P 0 0,59 1,51

1374186_at 256 P 0 336 P 0 0,58 1,49

1370997_at 193,4 P 0,01 239,3 P 0 0,57 1,48

1389641_at 92,6 P 0,01 114,9 P 0 0,57 1,48

1398866_at 161,2 P 0 247,5 P 0 0,56 1,47

1375667_at 227,4 P 0,03 348,1 P 0,01 0,54 1,45

1381637_at 623,7 P 0,01 749 P 0 0,54 1,45

1389811_at 246,2 P 0,01 266,4 P 0 0,51 1,42

1370991_at 117,8 P 0,01 141,6 P 0 0,49 1,4

1368106_at 967,3 P 0 1317,4 P 0 0,47 1,39

1370541_at 460,4 P 0 518,5 P 0 0,47 1,39

1384254_at 872,5 P 0 988,1 P 0 0,47 1,39

1389494_at 317,1 P 0 501,2 P 0 0,47 1,39

1371049_at 268 P 0,01 443,2 P 0 0,46 1,38

1391770_at 379,6 P 0 535,7 P 0 0,46 1,38

Detection 
p-value

Detection 
p-value

Signal 
Log Ratio



1368298_at 423,4 P 0 631,2 P 0 0,44 1,36

1370523_a_at 79,7 P 0,04 96,7 P 0,01 0,44 1,36

1374760_at 158,3 P 0,01 252,5 P 0 0,44 1,36

1387874_at 496,1 P 0 656,7 P 0 0,44 1,36

1390116_at 231,4 P 0,04 261,6 P 0,01 0,44 1,36

1387317_at 989,8 P 0 1232,6 P 0 0,43 1,35

1373121_at 225,9 P 0 312,1 P 0 0,41 1,33

1376564_at 489,1 P 0 682,3 P 0 0,41 1,33

1392464_at 489 A 0,08 652,6 P 0,03 0,41 1,33

1370669_a_at 354,7 P 0 394,7 P 0 0,4 1,32

1380943_at 578,3 P 0,01 812,1 P 0,01 0,4 1,32

1375450_at 241,2 P 0 242,6 P 0 0,39 1,31

1392605_at 285,7 P 0,01 320,9 P 0 0,39 1,31

1375880_at 198,5 P 0,01 197 P 0 0,38 1,3

1378360_at 857 P 0 813,6 P 0 0,38 1,3

1389225_at 164,5 A 0,08 215,7 P 0,01 0,38 1,3

1372713_at 520,5 P 0 655 P 0 0,35 1,27

1377534_at 450,9 P 0 505,7 P 0 0,35 1,27

1370827_at 465 P 0 540,5 P 0 0,34 1,27

1371896_at 366,3 P 0 545,5 P 0 0,34 1,27

1372697_at 158,5 M 0,06 194,2 P 0,01 0,34 1,27

1374733_at 161,1 A 0,07 227,3 P 0,01 0,34 1,27

1390912_at 1096,3 P 0 1238,3 P 0 0,34 1,27

1393166_at 565,3 P 0 625,3 P 0 0,34 1,27

1397693_at 982 P 0,02 1213,2 P 0,01 0,34 1,27

1398458_at 512,2 P 0,01 693,5 P 0 0,34 1,27

1368772_at 786,5 P 0 1251,3 P 0 0,33 1,26

1371491_at 216,6 P 0 313,6 P 0 0,33 1,26

1372248_at 263 P 0 355,5 P 0 0,33 1,26

1370842_at 385,1 P 0,01 408,9 P 0 0,32 1,25

1371471_at 416 P 0 532,3 P 0 0,32 1,25

1371690_at 556,7 P 0 697,5 P 0 0,32 1,25

1371706_at 571,6 P 0 673 P 0 0,32 1,25

1373003_at 228,9 P 0,04 319 P 0,01 0,32 1,25

1379218_at 556 P 0 881,5 P 0 0,32 1,25



1374033_at 343,3 P 0,01 403,9 P 0 0,31 1,24

1393106_x_at 556,9 P 0 693,9 P 0 0,31 1,24

1399004_at 440,5 P 0 467,5 P 0 0,31 1,24

1367894_at 627,3 P 0 790,3 P 0 0,3 1,23

1372746_at 331,1 P 0 386,1 P 0 0,3 1,23

1377831_at 1294,9 P 0 1614,9 P 0 0,3 1,23

1387175_a_at 229 P 0,05 263,6 P 0,02 0,3 1,23

1397500_x_at 4431,4 P 0 5291,2 P 0 0,3 1,23

1370321_at 299,5 P 0 313,2 P 0 0,29 1,22

1383508_at 373 P 0,01 587,5 P 0 0,29 1,22

1371985_a_at 370,7 P 0,02 490,7 P 0 0,28 1,21

1372438_at 214,8 P 0 257 P 0 0,28 1,21

1377942_at 1762,2 P 0 2000,5 P 0 0,28 1,21

1384138_at 1106,6 P 0 1214,3 P 0 0,28 1,21

1374443_at 356 P 0,02 419,8 P 0,01 0,27 1,21

1385061_at 1524,7 P 0 1962,6 P 0 0,27 1,21

1386897_at 700 P 0 784,7 P 0 0,27 1,21

1389754_at 563,3 P 0,01 600,3 P 0 0,27 1,21

1376721_at 377,1 P 0,03 482,8 P 0,01 0,26 1,2

1394318_at 1780,3 P 0 2132,7 P 0 0,26 1,2

1388953_at 371,9 P 0 458,7 P 0 0,25 1,19

1389728_at 237,3 P 0 328,5 P 0 0,25 1,19

1390819_at 3855,3 P 0 4837,8 P 0 0,25 1,19

1374921_at 316,6 P 0,01 364,9 P 0 0,24 1,18

1378623_at 1472,5 P 0,01 1678,6 P 0,01 0,24 1,18

1381019_x_at 837,8 P 0 1240,1 P 0 0,24 1,18

1390722_at 1028,5 P 0 1461,5 P 0 0,24 1,18

1398303_s_at 195,6 P 0,04 267,6 P 0,01 0,24 1,18

1376674_at 202,3 P 0 265,2 P 0 0,23 1,17

1379346_at 1447,2 P 0 1732,7 P 0 0,23 1,17

1386917_at 318,2 A 0,07 393 P 0,04 0,23 1,17

1389062_at 384,5 P 0 551,7 P 0 0,23 1,17

1386925_at 305,9 P 0,01 343,4 P 0 0,22 1,16

1388699_at 291,1 P 0 307,6 P 0 0,22 1,16

1371609_at 401,8 P 0 537 P 0 0,21 1,16



1389830_at 323,7 P 0,02 367,7 P 0 0,21 1,16

1372634_at 299,3 P 0,01 376 P 0 0,2 1,15

1370914_at 254,6 P 0 327,5 P 0 0,19 1,14

1384320_at 611,7 P 0 765,1 P 0 0,17 1,13

1372560_at 173,8 M 0,06 191,6 P 0,01 0,16 1,12

1389184_at 190,9 A 0,17 345,3 P 0,03 0,16 1,12

1390827_at 584,8 P 0 627,7 P 0 0,14 1,1

1367676_at 124,5 M 0,06 105 P 0 0,12 1,09

1381144_at 94,7 P 0,04 118,8 P 0 -0,02 1,01

Down-regulated genes

1394738_at 604,6 P 0 320,7 P 0,02 -0,2 1,15

1368114_at 3670,4 P 0 2181,4 P 0 -0,24 1,18

1372258_at 3679,4 P 0 2861,8 P 0 -0,27 1,21

1378269_at 1416,2 P 0 1217,3 P 0 -0,27 1,21

1382881_at 348,6 P 0 289,8 P 0,01 -0,27 1,21

1394445_at 667,3 P 0 430,6 P 0 -0,27 1,21

1384101_at 328 P 0 268,3 P 0 -0,28 1,21

1394585_at 623,4 P 0,01 464,5 P 0,01 -0,28 1,21

1368987_at 5132,1 P 0 3981,1 P 0 -0,29 1,22

1396765_at 163,8 P 0,02 147 A 0,1 -0,29 1,22

1370275_at 9199,3 P 0 7486,8 P 0 -0,3 1,23

1384895_at 1363,9 P 0 1094,2 P 0,01 -0,3 1,23

1388159_at 13268,1 P 0 10601,3 P 0 -0,3 1,23

1391906_at 1639,5 P 0 1399,7 P 0 -0,3 1,23

1398836_s_at 10565,3 P 0 7884 P 0 -0,3 1,23

1381988_at 1581,7 P 0 1281,5 P 0 -0,31 1,24

1367565_a_at 9752,6 P 0 7660,8 P 0 -0,32 1,25

1368097_a_at 8227,6 P 0 6709,1 P 0 -0,32 1,25

1369931_at 6456,1 P 0 5437,9 P 0 -0,32 1,25

1371319_at 7337,4 P 0 5748,2 P 0 -0,32 1,25

1376034_at 854 P 0 679,9 P 0 -0,33 1,26

1379578_at 951,9 P 0 632,2 P 0,01 -0,33 1,26

1387772_at 10994,4 P 0 8762,4 P 0 -0,33 1,26

1398240_at 8804,6 P 0 7156,1 P 0 -0,33 1,26



1398923_at 3415,9 P 0 2738,7 P 0 -0,33 1,26

1369897_s_at 9804,9 P 0 7905,2 P 0 -0,34 1,27

1370873_at 4721,8 P 0 3474,8 P 0 -0,34 1,27

1371571_at 8145,3 P 0 6418,9 P 0 -0,34 1,27

1386852_x_at 11292,2 P 0 8800,9 P 0 -0,34 1,27

1369023_at 425,1 P 0 326,5 P 0 -0,35 1,27

1370888_at 4754,7 P 0 3538,6 P 0 -0,35 1,27

1375340_at 13789,2 P 0 11139,1 P 0 -0,35 1,27

1375651_at 13740,5 P 0 10787,9 P 0 -0,35 1,27

1382785_at 1372,8 P 0 1067,6 P 0 -0,35 1,27

1388608_x_at 4673 P 0 3916,8 P 0 -0,35 1,27

1389927_at 630,9 P 0 592,7 P 0 -0,35 1,27

1367653_a_at 6964,7 P 0 5567,4 P 0 -0,36 1,28

1368292_at 8991,5 P 0 7094 P 0 -0,36 1,28

1397522_at 2915,2 P 0 2208,7 P 0 -0,36 1,28

1398350_at 6620,5 P 0 5325,3 P 0 -0,36 1,28

1367835_at 5646,1 P 0 4465 P 0 -0,37 1,29

1370079_at 162,3 P 0,02 90,2 P 0,05 -0,37 1,29

1370803_at 13106,1 P 0 9992,4 P 0 -0,37 1,29

1376749_at 398,2 P 0 317,8 P 0 -0,37 1,29

1377813_at 469,1 P 0,01 296,9 P 0,02 -0,37 1,29

1388409_at 1794,7 P 0 1427,2 P 0 -0,37 1,29

1392763_at 4103,8 P 0 3057 P 0 -0,37 1,29

1392948_at 1720,4 P 0 1390,8 P 0 -0,37 1,29

1367851_at 10871,5 P 0 8108,3 P 0 -0,38 1,3

1367882_at 4351,7 P 0 3316 P 0 -0,38 1,3

1368701_at 4168,2 P 0 3139,4 P 0 -0,38 1,3

1374394_at 3076,3 P 0 2082,3 P 0 -0,38 1,3

1380503_at 197,6 P 0 182,4 P 0,01 -0,38 1,3

1391648_at 73,2 P 0,04 88,3 A 0,1 -0,38 1,3

1396478_at 947,6 P 0 744,1 P 0 -0,38 1,3

1368883_at 1068,4 P 0 760 P 0 -0,39 1,31

1386891_at 6942,7 P 0 5411,3 P 0 -0,39 1,31

1391250_at 355,8 P 0,05 191,5 A 0,13 -0,39 1,31

1396852_at 1090,1 P 0 725,7 P 0,01 -0,39 1,31



1370500_a_at 6813 P 0 5276,7 P 0 -0,4 1,32

1374468_at 165,3 P 0 127,9 P 0,02 -0,4 1,32

1375495_at 294,9 P 0 208 P 0 -0,4 1,32

1387073_at 10121,5 P 0 7956,6 P 0 -0,4 1,32

1367799_at 7493,9 P 0 5692,4 P 0 -0,41 1,33

1367814_at 10115,6 P 0 7543,2 P 0 -0,41 1,33

1370229_at 10998,2 P 0 8320,5 P 0 -0,41 1,33

1388391_at 4694,6 P 0 3591 P 0 -0,41 1,33

1395401_at 1720,9 P 0 1210,5 P 0 -0,41 1,33

1367571_a_at 1833,2 P 0 1368,8 P 0 -0,42 1,34

1367579_a_at 13413,2 P 0 10384,3 P 0 -0,42 1,34

1371095_at 102,7 P 0,02 103,2 P 0,03 -0,42 1,34

1373374_at 4585 P 0 3346,4 P 0 -0,42 1,34

1375107_at 16122 P 0 12186,3 P 0 -0,42 1,34

1383509_at 242,3 P 0,02 191,7 P 0,04 -0,42 1,34

1387341_a_at 14702,7 P 0 10784,6 P 0 -0,42 1,34

1393593_at 198 P 0 161,7 P 0,02 -0,42 1,34

1397224_at 2378 P 0 2141,9 P 0 -0,42 1,34

1367553_x_at 5714,1 P 0 3995,7 P 0 -0,43 1,35

1368263_a_at 2913,7 P 0 2369,5 P 0 -0,43 1,35

1371077_at 101,8 P 0,05 55,4 A 0,15 -0,43 1,35

1374802_at 327 P 0,02 308,6 P 0,04 -0,43 1,35

1395556_at 503,4 P 0,02 451 P 0,02 -0,43 1,35

1398755_at 8468,1 P 0 6379,4 P 0 -0,43 1,35

1368138_at 2425,1 P 0 1887,9 P 0 -0,44 1,36

1370239_at 9753,4 P 0 7001,4 P 0 -0,44 1,36

1378152_at 1641,8 P 0 1593,6 P 0 -0,44 1,36

1380450_at 505,6 P 0 326 P 0,01 -0,44 1,36

1385787_at 568,8 P 0,01 370,1 P 0,02 -0,44 1,36

1388034_at 715 P 0 555,5 P 0 -0,44 1,36

1397005_at 375,7 P 0 293 P 0 -0,44 1,36

1368810_a_at 17778,5 P 0 12037,5 P 0 -0,45 1,37

1393237_at 317 P 0 277,5 P 0 -0,45 1,37

1370857_at 414,3 P 0 307,1 P 0 -0,46 1,38

1379123_at 1005,3 P 0 712,2 P 0 -0,46 1,38



1370853_at 3139,3 P 0 2252,1 P 0 -0,47 1,39

1376076_at 167,2 P 0,01 125,1 P 0,05 -0,47 1,39

1387058_at 156,3 P 0,02 114,7 P 0,05 -0,47 1,39

1388202_at 105,2 P 0 80 P 0,01 -0,47 1,39

1370240_x_at 10308,1 P 0 6796,6 P 0 -0,48 1,39

1367823_at 1046,6 P 0 650,3 P 0 -0,49 1,4

1383332_at 269,8 P 0 163,5 P 0,03 -0,49 1,4

1383595_at 3650,2 P 0 2637,1 P 0,01 -0,49 1,4

1384446_at 71,8 P 0 42,3 P 0,02 -0,49 1,4

1389721_at 97 P 0,01 60,2 A 0,17 -0,49 1,4

1367598_at 13546,9 P 0 9069,4 P 0 -0,5 1,41

1375593_at 199,8 P 0,04 181,8 P 0,02 -0,5 1,41

1376944_at 105,5 P 0,01 64,2 P 0,04 -0,5 1,41

1377073_at 192,4 P 0,01 127,3 P 0,01 -0,5 1,41

1379238_at 248,9 P 0,01 180,8 P 0 -0,5 1,41

1383072_at 555 P 0 464,7 P 0 -0,5 1,41

1385511_at 631 P 0,02 524,7 M 0,06 -0,5 1,41

1388452_at 3883 P 0 3013,7 P 0 -0,5 1,41

1389693_at 139,1 P 0,02 83,8 P 0,04 -0,5 1,41

1393417_at 118,6 P 0 103,1 P 0,02 -0,5 1,41

1370026_at 1318,2 P 0 975,1 P 0 -0,51 1,42

1370836_at 336,3 P 0,02 183,1 P 0,04 -0,52 1,43

1386039_x_at 90,5 P 0 55 M 0,06 -0,52 1,43

1369999_a_at 7288,8 P 0 4973,4 P 0 -0,53 1,44

1369709_at 92 P 0,05 67,1 A 0,22 -0,54 1,45

1386395_at 209,5 P 0,04 128,6 M 0,06 -0,54 1,45

1367810_at 832,8 P 0,01 498,8 P 0,02 -0,55 1,46

1370988_at 400,7 P 0,02 247,2 P 0,01 -0,55 1,46

1373990_at 122 P 0,01 71,1 P 0,02 -0,55 1,46

1370513_at 122,8 P 0,02 106,9 M 0,06 -0,56 1,47

1377174_at 863,5 P 0 616,9 P 0 -0,56 1,47

1390322_at 56,2 P 0,02 35,7 A 0,11 -0,56 1,47

1396057_at 1982,5 P 0 1382,7 P 0 -0,57 1,48

1397737_at 402,3 P 0,01 253,6 P 0,02 -0,57 1,48

1370216_at 615,9 P 0 423,5 P 0 -0,58 1,49



1390776_at 103,4 P 0,01 79,4 A 0,1 -0,58 1,49

1393254_at 258,5 P 0 159,1 P 0,02 -0,58 1,49

1384293_at 349,6 P 0 338,2 P 0,02 -0,6 1,52

1397489_at 170,6 P 0,05 132,6 A 0,08 -0,6 1,52

1369469_s_at 117,3 P 0,02 78,9 A 0,1 -0,61 1,53

1372426_at 198,5 P 0,04 128,4 A 0,07 -0,61 1,53

1377410_at 79,2 P 0,02 44,2 A 0,17 -0,61 1,53

1374870_at 662,6 P 0 379,9 P 0 -0,62 1,54

1374449_at 214,9 P 0,01 90,6 P 0,03 -0,63 1,55

1369260_a_at 78,1 P 0,01 56,1 P 0,04 -0,64 1,56

1374986_x_at 2136,6 P 0,03 1079,9 P 0,01 -0,64 1,56

1391271_at 672,4 P 0,03 414,4 A 0,13 -0,67 1,59

1397604_at 1001,6 P 0,01 638,1 P 0,01 -0,7 1,62

1388271_at 2348 P 0 1588,3 P 0 -0,71 1,64

1371756_at 90,6 P 0,02 59,3 P 0,01 -0,73 1,66

1379924_at 333,8 P 0,03 183,1 A 0,17 -0,75 1,68

1370145_at 78,7 P 0,01 64,8 P 0,02 -0,76 1,69

1396475_at 99,2 P 0 68,5 P 0,03 -0,77 1,71

1398177_at 257 P 0,01 230,2 A 0,07 -0,78 1,72

1386143_at 98,2 P 0,01 36,7 A 0,13 -0,79 1,73

1369659_at 302,8 P 0,01 144,9 A 0,1 -0,82 1,77

1389501_at 249,7 P 0,03 135,4 A 0,07 -0,82 1,77

1398282_at 83,5 P 0,03 25,5 A 0,13 -0,95 1,93

1375288_at 244,5 P 0,01 125,4 A 0,08 -0,98 1,97

1369750_at 100,4 P 0 63,8 P 0,01 -0,99 1,99

1381514_at 84,3 P 0,01 46,2 M 0,06 -1,08 2,11

1369481_at 96,6 P 0,04 47,7 P 0,05 -1,09 2,13

1370019_at 540,7 P 0 336,6 P 0 -1,11 2,16

1389712_at 68,7 P 0,05 27,9 A 0,27 -1,17 2,25

1387197_at 103,5 P 0,02 58,8 M 0,06 -1,22 2,33

1392592_at 63,9 P 0,04 28,5 A 0,33 -1,27 2,41

1376019_at 44,2 P 0,02 18,8 A 0,15 -1,38 2,6

1386218_at 38,7 P 0 13,9 A 0,15 -1,92 3,78

1369399_at 77,1 P 0,02 19,6 A 0,3 -1,96 3,89

1380644_at 94,1 P 0,02 17,1 A 0,6 -2,19 4,56



1389932_at 66,4 P 0,05 9,1 A 0,7 -2,39 5,24



R1_0

Change Gene Title Pathway

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:S15433 (M.musculus) S15433 hypothetical protein - mouse--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:S15433 (M.musculus) S15433 hypothetical protein - mouse--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 transgelin Tagln muscle development--- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to putative transcription factor ZNF131 (LOC310375), mRNA--- --- --- --- ---

I 0 RAB3C, member RAS oncogene familyRab3c intracellular protein transport /// small GTPase mediated signal transduction /// protein transportsmall monomeric GTPase activity /// RAB small monomeric GTPase activity /// GTP binding /// protein transporter activity--- ---

I 0 Rattus norvegicus similar to COP9 complex subunit 7a; COP9 (constitutive photomorphogenic, Arabidopsis, homolog) subunit 7A (LOC312710), mRNA--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_062640.1 (M.musculus)  NS1-associated protein 1-like; RRM RNA binding protein GRY-RBP [Mus musculus]--- --- --- --- ---

I 0 scavenger receptor class B, member 1Scarb1 CD36;cell adhesion;2.2e-253--- --- ---

I 0 Rattus norvegicus LOC362673 (LOC362673), mRNA--- --- --- --- ---

I 0 homer, neuronal immediate early gene, 1Homer1 --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 5730436L13; similar to small nuclear RNA activating complex, polypeptide 4, 190kDa; small nuclear RNA activating complex, polypeptide 4, 190kD (LOC362088), mRNA--- --- --- --- ---

MI 0,01 scaffolding protein SLIPRSlipr --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:B46619 (H.sapiens) B46619 Ca2+/calmodulin-dependent protein kinase (EC 2.7.1.123) II gamma chain, splice form B - human--- --- --- --- ---

MI 0 Rattus norvegicus similar to hypothetical protein LOC255426 (LOC360519), mRNA--- --- --- --- ---

I 0 camello-like 3 Cml3 --- --- --- ---

I 0 serum-inducible kinaseSnk --- pkinase;protein kinase activity;2e-83--- ---

I 0 nuclear receptor subfamily 1, group D, member 2Nr1d2 regulation of transcription, DNA-dependentDNA binding /// transcription factor activity /// steroid hormone receptor activity /// receptor activity /// ligand-dependent nuclear receptor activitynucleus Nuclear_Receptors

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to ribosomal protein S6 kinase, polypeptide 4 (LOC361715), mRNA--- --- --- --- ---

I 0 dihydropyrimidinase-like 4Dpys4 --- hydrolase activity--- ---

MI 0,01 Rattus norvegicus transcribed sequences--- --- --- --- ---
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I 0 adenylate cyclase 5 Adcy5 cAMP biosynthesis /// intracellular signaling cascademagnesium ion binding /// adenylate cyclase activity /// guanylate cyclase activity /// calcium/calmodulin-responsive adenylate cyclase activity /// lyase activityintegral to membraneG_Protein_Signaling

I 0 ubiquitin-conjugating enzyme E2D 2Ube2d2 protein modification /// ubiquitin-dependent protein catabolism /// ubiquitin cycle /// invasive growthubiquitin conjugating enzyme activity /// ubiquitin-protein ligase activity /// protein binding /// ligase activity--- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 D site albumin promoter binding proteinDbp regulation of transcription, DNA-dependent /// rhythmic behavior /// circadian rhythmDNA bindingnucleus ---

I 0 Rattus norvegicus similar to polymerase I-transcript release factor; PTRF (LOC287710), mRNA--- --- --- --- ---

I 0 arginine vasopressin Avp regulation of blood pressurehormone activity /// neurohypophyseal hormone activityextracellular /// extracellular space---

I 0 Rattus norvegicus similar to Mitochondrial 28S ribosomal protein S28 (S28mt) (MRP-S28) (MRP-S35) (HSPC007) (LOC361919), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_033302.1 (M.musculus)  simple repeat sequence-containing transcript [Mus musculus]--- --- --- --- ---

I 0 Rattus norvegicus similar to RAE1 RNA export 1 homolog; DNA segment, Chr 2, ERATO Doi 342, expressed (LOC362281), mRNA--- --- --- --- ---

I 0 phosphodiesterase 10APde10a signal transductioncatalytic activity /// cyclic-nucleotide phosphodiesterase activity /// 3',5'-cyclic-nucleotide phosphodiesterase activity /// hydrolase activity /// 3',5'-cGMP binding--- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:S12207 (M.musculus) S12207 hypothetical protein (B2 element) - mouse--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to serologically defined colon cancer antigen 1 isoform a (LOC299114), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 1300003O07 (LOC303396), mRNA--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to hypothetical protein D12Ertd771e (LOC299295), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to PKE protein kinase (LOC365381), mRNA--- --- --- --- ---

I 0 flavohemoprotein b5+b5Rb5&b5R --- NADPH-hemoprotein reductase activity--- ---

I 0 Rattus norvegicus hypothetical LOC288916 (LOC288916), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to 28S ribosomal protein S15, mitochondrial precursor (MPR-S15) (DC37) (LOC298517), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to 4632415H16Rik protein (LOC292683), mRNA--- --- --- --- ---

MI 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:P48539 (H.sapiens) PE19_HUMAN Brain specific polypeptide PEP-19 (Brain specific antigen PCP-4) (Purkinje cell protein 4)--- --- --- --- ---

MI 0 Rattus norvegicus similar to Cleavage stimulation factor, 3 pre-RNA, subunit 3 (LOC362178), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to eukaryotic translation initiation factor 2, subunit 3, structural gene X-linked (LOC299027), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:T50615 (H.sapiens) T50615 hypothetical protein DKFZp761G1515.1 - human (fragment)--- --- --- --- ---

I 0 solute carrier family 4, member 3Slc4a3 transport /// ion transport /// anion transportinorganic anion exchanger activity /// antiporter activity /// anion exchanger activitymembrane /// integral to membrane---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to Sestrin 1 (p53-regulated protein PA26) (LOC294518), mRNA--- --- --- --- ---

I 0 branched chain keto acid dehydrogenase kinaseBckdk signal transductiontwo-component sensor molecule activity /// protein kinase activity /// ATP binding /// kinase activity /// transferase activity /// [3-methyl-2-oxobutanoate dehydrogenase (lipoamide)] kinase activitymitochondrion---

MI 0,01 Rattus norvegicus similar to glioma tumor suppressor candidate region gene 2 (LOC292624), mRNA--- --- --- --- ---

I 0 ADP-ribosylation factor-like 1Arl1 small GTPase mediated signal transductionsmall monomeric GTPase activity /// GTP bindingGolgi trans face---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_006634.1 (H.sapiens)  serologically defined colon cancer antigen 3 [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus similar to tumor-rejection antigen SART3 (LOC304582), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---



I 0 Rattus norvegicus similar to proteasome (prosome, macropain) subunit, beta type 10 (LOC291983), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to general transcription factor IIF polypeptide 1 (74kD subunit) (LOC316123), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_542786.1 (H.sapiens)  chromosome 20 open reading frame 52; homolog of mouse RIKEN 2010100O12 gene [Homo sapiens]--- --- --- --- ---

I 0 growth response protein (CL-6)LOC64194 --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 2810428I15 (LOC306348), mRNA--- --- --- --- ---

MI 0,01 monoamine oxidase AMaoa electron transport /// catecholamine metabolism /// neurotransmitter catabolism /// dopamine catabolismamine oxidase (flavin-containing) activity /// oxidoreductase activitymitochondrion /// integral to membrane---

I 0 HLA-B-associated transcript 3Bat3 regulation of cell proliferation--- cytoplasm ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 programmed cell death 8 (apoptosis-inducing factor)Pdcd8 DNA fragmentation /// apoptotic chromosome condensationpyr_redox;disulfide oxidoreductase activity;4.9e-53nucleus /// mitochondrion---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to NG26 (LOC361796), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Nit protein 2 (LOC288174), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 potassium channel subunit (Slack)Slack --- ion_trans;ion channel activity;2.8e-05--- ---

MI 0 Rattus norvegicus similar to Ict1 protein (LOC303673), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 heterogeneous nuclear ribonucleoproteins methyltransferase-like 2 (S. cerevisiae)Hrmt1l2 RNA processing /// organogenesismethyltransferase activity /// protein methyltransferase activity /// S-adenosylmethionine-dependent methyltransferase activity /// transferase activitynucleus /// viral nucleocapsid /// ribonucleoprotein complex---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_005798.1 (H.sapiens)  proteoglycan 4; megakaryocyte stimulating factor; proteoglycan 4, (megakaryocyte stimulating factor, articular superficial zone protein); Jacobs camptodactyly-arthropathy-pericarditis syndrome; camptodactyly, arthropathy, coxa vara, pericarditis syndrome [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:O75962 (H.sapiens) TRIO_HUMAN Triple functional domain protein (PTPRF interacting protein)--- --- --- --- ---

MI 0,01 cyclic AMP phosphoprotein, 19 kDaArpp19 dopamine receptor signaling pathway /// positive regulation of RAS protein signal transduction--- --- ---

MI 0,01 nucleostemin Ns cell proliferation--- --- ---

I 0 Rattus norvegicus similar to Homeodomain protein Meis2c (LOC311311), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 Rattus norvegicus similar to helicase-like protein NHL isoform 2 (LOC362288), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_003878.1 (H.sapiens)  development- and differentiation-enhancing factor 2; PYK2 C terminus-associated protein [Homo sapiens]--- --- --- --- ---

MI 0 --- --- --- --- --- ---

I 0 tropomyosin isoform 6LOC286890--- --- --- ---

MI 0,01 Rattus norvegicus similar to Alpha-mannosidase IIx (Mannosyl-oligosaccharide 1,3-1,6-alpha-mannosidase) (MAN IIx) (Mannosidase alpha class 2A member 2) (LOC308757), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to CDNA sequence, BC027756 (LOC304832), mRNA--- --- --- --- ---

I 0 Pyruvate carboxylase Pc gluconeogenesis /// metabolism /// lipid biosynthesiscatalytic activity /// pyruvate carboxylase activity /// ATP binding /// biotin binding /// ligase activity /// manganese ion bindingcytoplasm /// mitochondrionAlanine-Aspartate_Metabolism /// Fatty_Acid_Synthesis /// Glycolysis_and_Gluconeogenesis /// Krebs-TCA_Cycle

I 0 Rattus norvegicus similar to Ik protein (LOC291659), mRNA--- --- --- --- ---

I 0 actin related protein 2/3 complex, subunit 1BArpc1b --- --- Arp2/3 protein complex---

I 0 similar to mannosidase 2, alpha B1MGC72561--- --- --- ---

I 0 Rattus norvegicus similar to DNA segment, Chr 10, Johns Hopkins University 81 expressed (LOC294326), mRNA--- --- --- --- ---



I 0 transcription factor UBFTcfubf regulation of transcription, DNA-dependentDNA binding /// transcription factor activity /// protein bindingnucleus /// transcription factor complex /// nucleolus---

I 0 Rat PMSG-induced ovarian mRNA, 3'sequence, N3--- --- --- --- ---

I 0 p65 protein P65 --- thyroid hormone receptor activity--- ---

I 0 Rattus norvegicus similar to Brain-specific angiogenesis inhibitor 3 precursor (LOC301309), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to RNaseP protein p30 (LOC309518), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 high mobility group box 2Hmgb2 regulation of transcription, DNA-dependentDNA bindingchromatin /// nucleus /// chromosome---

MI 0,01 Rattus norvegicus similar to Ac2-190 (LOC312952), mRNA--- --- --- --- ---

MD 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 1 fibroblast growth factor 13Fgf13 --- FGF;growth factor activity;3.9e-45--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 0,99 Rattus norvegicus similar to Cytosolic acyl coenzyme A thioester hydrolase, inducible (Long chain acyl-CoA thioester hydrolase) (Long chain acyl-CoA hydrolase) (CTE-I) (LACH2) (ACH2) (LOC299193), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to EXCretory canal abnormal EXC-7, ELAV type RNA binding protein (48.7 kD) (exc-7) (LOC298705), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to mKIAA0515 protein (LOC296637), mRNA--- --- --- --- ---

MD 0,99 --- --- --- --- --- ---

MD 1 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:P04280 (H.sapiens) PRP1_HUMAN Salivary proline-rich protein precursor (Clones CP3, CP4 and CP5) [Contains: Basic peptide IB-6; Peptide P-H]--- --- --- --- ---

D 1 solute carrier family 17 (sodium-dependent inorganic phosphate cotransporter), member 7Slc17a7 --- sugar_tr;transporter activity;0.0022--- ---

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_115669.1 (H.sapiens)  hypothetical protein DKFZp761J1523 [Homo sapiens]--- --- --- --- ---

MD 1 ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptideAtp5b ATP biosynthesis /// ATP synthesis coupled proton transport /// proton transportnucleotide binding /// hydrogen-transporting two-sector ATPase activity /// ATP-binding and phosphorylation-dependent chloride channel activity /// ATP binding /// hydrogen-exporting ATPase activity, phosphorylative mechanism /// hydrogen ion transporter activity /// hydrolase activity /// hydrogen-transporting ATP synthase activity, rotational mechanismmitochondrion /// integral to membrane /// proton-transporting two-sector ATPase complex /// hydrogen-translocating F-type ATPase complexElectron_Transport_Chain

D 1 Rattus norvegicus similar to KIAA0602 protein (LOC362794), mRNA--- --- --- --- ---

MD 0,99 --- --- --- --- --- ---

MD 1 kinesin family member 1BKif1b microtubule-based processmotor activity /// ATP bindingmitochondrion /// kinesin complex /// microtubule associated complex---

D 1 actin, beta Actb cell motility /// axonogenesismotor activity /// structural molecule activity /// structural constituent of cytoskeletoncytoskeleton /// actin filament /// actin cytoskeleton /// axon---

D 1 heterotrimeric guanine nucleotide-binding protein alpha q subunitGnaq signal transduction /// G-protein coupled receptor protein signaling pathwaysignal transducer activity /// GTP binding--- G_Protein_Signaling

D 1 ferritin, heavy polypeptide 1Fth1 iron ion transport /// iron ion homeostasisbinding /// ferric iron binding--- ---

D 1 reticulon 1 Rtn1 --- --- endoplasmic reticulum /// integral to membrane---

D 1 pyruvate kinase, musclePkm2 glycolysis magnesium ion binding /// pyruvate kinase activity /// kinase activity /// transferase activity--- Glycolysis_and_Gluconeogenesis

MD 0,99 Rattus norvegicus similar to E25B protein (LOC290364), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_055534.1 (H.sapiens)  KIAA0738 gene product [Homo sapiens]--- --- --- --- ---

D 1 Rattus norvegicus similar to zinc finger protein 288 (LOC288105), mRNA--- --- --- --- ---

D 1 calmodulin 1 Calm1 G-protein coupled receptor protein signaling pathwaycalcium ion binding /// protein bindingcytoplasm /// plasma membrane /// gap junctionG13_Signaling_Pathway /// G_Protein_Signaling

D 1 heat shock protein 8 Hspa8 response to heatheat shock protein activity--- ---



D 1 Rattus norvegicus similar to D11Bwg0434e protein (LOC287453), mRNA--- --- --- --- ---

D 1 GNAS complex locus Gnas energy reserve metabolism /// signal transduction /// G-protein coupled receptor protein signaling pathway /// G-protein signaling, adenylate cyclase activating pathway /// response to drugheterotrimeric G-protein GTPase activity /// signal transducer activity /// GTP bindingmembrane fractionG_Protein_Signaling

MD 1 calmodulin 3 Calm3 cell cycle /// G-protein coupled receptor protein signaling pathwaycalcium ion binding /// protein bindingcytoplasm /// plasma membraneG13_Signaling_Pathway /// G_Protein_Signaling

D 1 amyloid beta (A4) precursor proteinApp endocytosis /// apoptosis /// cell adhesionserine-type endopeptidase inhibitor activity /// cell adhesion molecule activity /// heparin bindingcoated pit /// membrane /// integral to membrane---

D 1 polyubiquitin Loc192255 --- --- --- ---

D 1 mitochondrial intermediate peptidaseMipep proteolysis and peptidolysismagnesium ion binding /// metalloendopeptidase activity /// mitochondrial intermediate peptidase activity /// metallopeptidase activity /// zinc ion binding /// hydrolase activity /// manganese ion bindingmitochondrion---

D 1 cytochrome c oxidase, subunit VaCox5a electron transportcytochrome-c oxidase activity /// aa3-type cytochrome c oxidase /// ba3-type cytochrome c oxidase /// caa3-type cytochrome c oxidase /// cbb3-type cytochrome c oxidase /// oxidoreductase activitymitochondrion /// inner membraneElectron_Transport_Chain

D 1 --- --- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus similar to kinesin family protein KIF1a (LOC363288), mRNA--- --- --- --- ---

D 1 hemoglobin, alpha 1 Hba1 --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein prf:2018199A (E. coli) 2018199A beta lactamase IRT-4 [Escherichia coli]--- --- --- --- ---

D 1 malate dehydrogenase 1Mdh1 --- malate dehydrogenase activity /// ldh;oxidoreductase activity;1.7e-64--- Glycolysis_and_Gluconeogenesis

D 1 dynamin 1 Dnm1 endocytosis /// microtubule-based processmotor activity /// GTPase activity /// protein binding /// GTP binding /// dynamin GTPase activity /// hydrolase activity--- ---

D 1 Rattus norvegicus similar to SET binding factor 1 (Sbf1) (Myotubularin-related protein 5) (LOC300147), mRNA--- --- --- --- ---

D 1 brain acidic membrane proteinBasp1 --- calmodulin bindingmembrane---

D 1 proprotein convertase subtilisin/kexin type 1 inhibitorPcsk1n --- --- --- ---

D 1 Rhesus blood group Rh --- Ammonium_transp;ammonium transporter activity;7.5e-24--- ---

D 1 SNAP25 interacting protein 30Sip30 --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:B35272 (H.sapiens) B35272 osteoinductive factor - human--- --- --- --- ---

D 1 Rattus norvegicus similar to alpha 1 type XXII collagen (LOC315070), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to ubiquitous tetratricopeptide containing protein RoXaN; Rotavirus X associated non-structural protein (LOC315158), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_085155.1 (H.sapiens)  NG3 protein [Homo sapiens]--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_058625.1 (H.sapiens)  chloride intracellular channel 5 [Homo sapiens]--- --- --- --- ---

D 1 prostaglandin D2 synthasePtgds prostaglandin biosynthesis /// prostaglandin metabolism /// transport /// regulation of circadian sleep/wake cycle, sleepprostaglandin-D synthase activity /// transporter activity /// retinoid binding /// isomerase activityextracellular /// extracellular space /// nuclear membrane /// rough endoplasmic reticulum /// Golgi apparatus /// membraneEicosanoid_Synthesis

D 1 microtubule-associated protein 1 AMtap1a microtubule stabilizationactin bindingmicrotubule associated complex---

D 1 ATPase, Na+/K+ transporting, alpha 3 polypeptideAtp1a3 cation transport /// potassium ion transport /// sodium ion transport /// metabolism /// monovalent inorganic cation transportmagnesium ion binding /// sodium/potassium-exchanging ATPase activity /// ATP binding /// monovalent inorganic cation transporter activity /// ATPase activity, coupled to transmembrane movement of ions, phosphorylative mechanism /// hydrolase activitymembrane /// integral to membrane---

D 1 WW domain binding protein 2Wbp2 --- --- --- ---

D 1 Rattus norvegicus hypothetical LOC305452 (LOC305452), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

D 1 Rattus norvegicus similar to hypothetical protein FLJ22679 (LOC367763), mRNA--- --- --- --- ---

D 1 NOV protein Nov --- growth factor activity /// IGFBP;insulin-like growth factor binding;9.4e-24--- ---

D 1 phosphatidylethanolamine binding proteinPbp --- serine-type endopeptidase inhibitor activity /// ATP binding /// lipid binding--- ---

D 1 Rattus norvegicus similar to 53BP1 protein (LOC296099), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---



D 1 myelin-associated oligodendrocytic basic proteinMobp neurogenesisstructural constituent of myelin sheath--- ---

D 1 myeloid differentiation primary response gene 88Myd88 --- --- --- ---

MD 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 synaptosomal-associated proteinSnap25 neurotransmitter uptake /// neurotransmitter secretion /// regulation of synapse /// synaptic vesicle docking--- kinesin complex /// synaptosome---

D 1 statin-like Stnl --- GTP_EFTU;translation elongation factor activity;9.7e-112--- Translation_Factors

D 1 ATPase Na+/K+ transporting beta 1 polypeptideAtp1b1 response to hypoxia /// potassium ion transport /// sodium ion transportsodium/potassium-exchanging ATPase activitymembrane /// integral to membrane---

D 1 development-related proteinAF045564 Ndr;cell differentiation;1.7e-183--- --- ---

D 1 Rattus norvegicus similar to NADH dehydrogenase (LOC363441), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to R29144_1 (LOC314622), mRNA--- --- --- --- ---

D 1 insulin-like growth factor 2Igf2 regulation of cell cycle /// physiological process /// cell proliferation /// organogenesishormone activity /// growth factor activityextracellular /// extracellular space---

D 1 Rattus norvegicus similar to tubulin, alpha 6; tubulin alpha 6 (LOC300218), mRNA--- --- --- --- ---

MD 0,99 kinesin-related protein 3Krp3 spermatid development--- male germ cell nucleus---

D 1 Rattus norvegicus similar to LIM domain only 4; LIM only 4; ethanol induced 4 (LOC362051), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

D 1 myelin basic protein Mbp --- structural molecule activity--- MAPK_Cascade

D 1 Rattus norvegicus similar to RIKEN cDNA F830029L24 (LOC294863), mRNA--- --- --- --- ---

MD 0,99 ATPase, Ca++ transporting, plasma membrane 1Atp2b1 cation transport /// calcium ion transport /// metabolismmagnesium ion binding /// calcium-transporting ATPase activity /// calmodulin binding /// ATP binding /// ATPase activity, coupled to transmembrane movement of ions, phosphorylative mechanism /// hydrolase activitymembrane /// integral to membrane---

D 1 hemoglobin beta chain complexHbb transport /// oxygen transportoxygen transporter activityhemoglobin complex---

D 1 myelin-associated oligodendrocytic basic proteinMobp neurogenesisstructural constituent of myelin sheath--- ---

MD 0,99 5-hydroxytryptamine (serotonin) receptor 3bHtr3b transport /// serotonin receptor signaling pathwayreceptor activity /// serotonin receptor activity /// extracellular ligand-gated ion channel activity /// serotonin-activated cation-selective channel activityextracellular space /// integral to plasma membrane /// membrane /// integral to membrane---

D 1 Rattus norvegicus similar to chromosome 14 open reading frame 94 (LOC305882), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 ATPase, H+ transporting, lysosomal (vacuolar proton pump) 16 kDaAtp6l ATP-synt_C;proton transport;9e-18--- --- ---

D 1 microtubule-associated protein tauMapt microtubule-based process--- cytoskeleton---

D 1 Rattus norvegicus similar to hemoglobin alpha chain (LOC367986), mRNA--- globin;oxygen transport;1.4e-54--- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to ring finger protein 141 (LOC308900), mRNA--- --- --- --- ---

D 1 --- --- --- kinesin;motor activity;2.1e-163--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 myelin basic protein Mbp --- structural molecule activity--- MAPK_Cascade

D 1 --- --- --- --- --- ---

MD 1 smooth muscle alpha-actinActa2 --- --- --- ---

D 1 Rattus norvegicus similar to Type I transmembrane receptor (seizure-related protein) (LOC308988), mRNA--- --- --- --- ---



D 1 CaM-kinase II inhibitor alphaLOC287005--- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_037464.1 (H.sapiens)  hypoxia-inducible protein 2 [Homo sapiens]--- --- --- --- ---

MD 0,99 phosphatidylcholine transfer proteinPctp transport /// lipid transportlipid binding--- ---

MD 0,99 RT1 class Ib gene(Aw2)RT1Aw2 MHC_I;immune response;8.8e-138--- --- ---

D 1 Rattus norvegicus similar to hemoglobin alpha chain (LOC367986), mRNA--- globin;oxygen transport;1.4e-54--- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:P04406 (H.sapiens) G3P2_HUMAN Glyceraldehyde 3-phosphate dehydrogenase, liver--- --- TIMP;metalloendopeptidase inhibitor activity;3e-144--- ---

D 1 Rattus norvegicus similar to nuclear body associated kinase 1a (LOC362342), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 transthyretin Ttr thyroid hormone generation /// transportcarrier activity /// steroid binding /// retinol bindingextracellular space---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

D 1 Rattus norvegicus similar to Nuclear LIM interactor-interacting factor 1 (NLI-interacting factor 1) (NIF-like protein) (LOC301056), mRNA--- --- --- --- ---

D 1 muscle glycogen phosphorylasePygm carbohydrate metabolism /// glycogen metabolismcatalytic activity /// phosphorylase activity /// glycogen phosphorylase activity /// transferase activity /// transferase activity, transferring glycosyl groups--- Glycogen_Metabolism

D 1 Rattus norvegicus similar to Seizure 6-like protein precursor (LOC304554), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to hypothetical protein 3010020C06 (LOC362514), mRNA--- --- --- --- ---

D 1 Rattus norvegicus hypothetical LOC298023 (LOC298023), mRNA--- --- --- --- ---

D 1 crystallin, alpha B Cryab sensory organ development /// response to heatheat shock protein activity /// structural constituent of eye lenscytoplasm ---

D 1 kallistatin LOC246328--- serpin;serine-type endopeptidase inhibitor activity;7.1e-161--- ---

D 1 --- --- --- --- --- ---

D 1 neuronatin Nnat development--- --- ---

D 1 spinocerebellar ataxia 1 homolog (human)Sca1 --- RNA bindingnucleus ---

D 1 --- --- --- --- --- ---

D 1 choline transporter CHOT1 creatine transportcreatine transporter activity /// choline transporter activity /// SNF;neurotransmitter:sodium symporter activity;0--- ---

MD 0,99 --- --- --- --- --- ---

D 1 Rattus norvegicus similar to asc-type amino acid transporter 2 (LOC294881), mRNA--- --- --- --- ---

D 1 tropomyosin 1, alpha Tpm1 muscle contraction /// muscle developmentactin binding /// structural constituent of cytoskeletoncytoskeleton /// muscle thin filament tropomyosin /// kinesin complex---

D 1 Rattus norvegicus similar to SET binding factor 1 (Sbf1) (Myotubularin-related protein 5) (LOC300147), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 discoidin domain receptor family, member 1Ddr1 protein amino acid phosphorylation /// cell adhesion /// transmembrane receptor protein tyrosine kinase signaling pathwayprotein kinase activity /// protein serine/threonine kinase activity /// protein-tyrosine kinase activity /// transmembrane receptor protein tyrosine kinase activity /// receptor activity /// ATP binding /// kinase activity /// transferase activityextracellular space /// membrane /// integral to membrane---



MD 0,99 Rattus norvegicus similar to Iroquois homeobox protein 3 (LOC307721), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to FUSED serine/threonine kinase (LOC301516), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein sp:O75376 (H.sapiens) NCR1_HUMAN Nuclear receptor co-repressor 1 (N-CoR1) (N-CoR)--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus similar to thrombospondin repeat protein 1 (LOC310670), mRNA--- --- --- --- ---

MD 1 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

D 1 collagen, type XXVII, alpha 1Col27a1 --- --- --- ---

D 1 Rattus norvegicus similar to Gene rich cluster, C8 gene (LOC297594), mRNA--- --- --- --- ---

D 1 membrane protein, palmitoylated 4 (MAGUK p55 subfamily member 4)Mpp4 PDZ;intracellular signaling cascade;2.9e-10--- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_055172.1 (H.sapiens)  skin-specific protein [Homo sapiens]--- --- --- --- ---

D 1 Rattus norvegicus similar to neuron navigator 2 isoform L; retinoic acid inducible in neuroblastoma; pore membrane and/or filament interacting like protein 2; helicase HELAD1 (LOC361581), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P04732 (H.sapiens) MT1E_HUMAN METALLOTHIONEIN-IE (MT-1E)--- --- --- --- ---

D 1 Rattus norvegicus ultraviolet B radiation-activated UV103 mRNA, partial sequence--- --- --- --- ---

D 1 Rattus norvegicus similar to M-RdgB2 retinal degeneration protein B subtype 2 (LOC288655), mRNA--- --- --- --- ---

MD 1 zinc finger protein 354CZnf354c regulation of transcription, DNA-dependentnucleic acid bindingintracellular /// nucleus---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to RIKEN cDNA 5730409F24 (LOC308178), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to homoloc-13 (LOC360984), mRNA--- --- --- --- ---

D 1 glycoprotein hormones, alpha subunitCga --- hormone6;hormone activity;1.1e-64--- ---

D 1 --- --- --- --- --- ---

D 1 kynureninase (L-kynurenine hydrolase)Kynu --- hydrolase activity /// kynureninase activity--- ---

D 1 Rattus norvegicus similar to RIKEN cDNA G431004K08 (LOC304538), mRNA--- --- --- --- ---

D 1 thyroid stimulating hormone, beta subunitTshb --- hormone activityextracellular---

D 1 --- --- --- --- --- ---

MD 0,99 tumor necrosis factor (ligand) superfamily, member 4Tnfsf4 T-cell proliferationTNF;tumor necrosis factor receptor binding;1.7e-21--- ---

D 1 sulfotransferase family 1A, phenol-preferring, member 1Sult1a1 steroid metabolismaryl sulfotransferase activity /// sulfotransferase activity /// transferase activity--- Sulfur metabolism

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 osteomodulin (osteoadherin)Omd --- heparin sulfate proteoglycan--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to Potential phospholipid-transporting ATPase IIB (LOC291411), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 membrane-spanning 4-domains, subfamily A, member 2Ms4a2 --- receptor activity /// IgE bindingintegral to membrane---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---



D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---


